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Separation and Identification of Microbes from High—temperature Daqu

LI Xiaoyi', GUO Kunliang' and XIN Yuhua®
(1. Life Science College of Guizhou University, Guiyang, Guizhou 550025; 2.Microbiology Research Institute, CAS, Beijing 100101, China)

Abstract: The diversity of microbes in high-temperature Maotai-flavor Daqu was analyzed by traditional separation and culture method and mod-

ern molecular biological method. 147 microbial strains were separated successfully, among them, 97 strains were bacteria including Bacillus,

Actinomycetes, Staphylococcus, and Micrococcus, and the other 50 strains were mould including Penicillium, Aspergillus fumigatus, Mucor, Al-

ternaria, Phoma, Chaetomium globosum, Eurotium, and Monascus. The research results further proved the diversity of microbes in high-temperature

Daqu. (Tran. by YUE Yang)
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