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Network pharmacology: new guidelines for drug discovery
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Abstract: The development of new drug is not only the main driving force for the development of pharma-

ceutical industry, but also plays a very important role in the social development. However, with the increasing

demands, new drug development is facing great difficulties in recent years. The hypothesis of highly selective

single-target is meeting the challenges because of its limitations. Network pharmacology has been one of the new

strategies for new drug discovery based on single-target drug research in recent years. This paper focused on

the basis of network pharmacology and its research progress, discussed its development direction and application

prospects, and analyzed its limitations and problems as well. The application of network pharmacology in new

drug development is discussed by comparing its guidelines with those of traditional Chinese medicine theory and

Effective Components Group hypothesis of Chinese medicines.
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