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The Application of Metagenomics in the Research on Microbial

Community in Daqu Liquor Production

HUANG Zu-xin
(College of Life Sciences , Fujian Normal University, Fuzhou, Fujian 350108 , China)

Abstract: Metagenomics is introduced to directly elucidate the genomes of the environmental microbial community in Daqu liquor production.

The metagenomic techniques could be used for the research on the growth, the decline and the change of microbial community during Daqu fer-

mentation process and especially for the exploration of the functional bacteria and the multi-enzyme system in microbial community. Besides, the

application of metagenomic techniques is helpful for comprehensive understanding of the metabolism mechanism of microbial community in

Daqu and for revealing the extraordinary flavoring compositions and flavoring characteristics of Daqu liquor production.
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