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Abstract A sulfate reducing bacterium, designated strain * SR3’, was isolated from shidge of a sulfate-reducing up-fbw anaerobic
slidge bed (UASB) reactor for treating high concentration sulfite wastewater It was ientified as Citwbacter sp based upon the
phenotyp ie- characteristics and physiobgical properties as well as the analysis of the sequence of 16S DNA. The strain could reduce
sulfate under anaewb  and m icrw-aercbic conditbns The dssinihtory sulphie reductase gene (dsr) was also amplified from this
strain's genom it DNA using specific dsr gene priners In aerobic conditons the strain coulln t reduce sulfate but exhbited a highest
gowth rate In anaewb ic conditons the optim al grow th cond itions for this stain were temperature 37C and nitalpH 8 O Under this
cond itbns the stran could reduced both SO~ and Cr(VI) at mital C( VI) concentrations of 0.4-0. 8 mmol synchwonously. Tts
tokrance ability to Cr(VI) concentrations reaches 1. 0 mm ol This is the first report about an facultative anaerche with sulfate reducing
functon and dissim ilatory sulphite reductase gene (dsr).
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