2011 5 203 )-LIQUOR-MAKING SCIENCE & TECHNOLOGY 2011 No.5(Tol.203) 87

1 2
(1. , 726000;2. , 726000)
. 1220 30 % 60 mgkg  20~25C
3 g/L o
:TS262.7;TS261.4 :B :1001-9286(2011)05-0087-03

Development of Campanulaceae and Orange Peel Wine
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Abstract: Campanulaceae and orange peel wine with mellow taste and transparent and clear in color was produced through the following proce-
dures: Campanulaceae and orange peel used as raw materials, then extracted by boiling water, after preliminary clarification, the solution blended
and flavored. The relative technical parameters were determined as follows through orthogonal experiments: the ratio of raw materials and water
was 1:20, 30 % sugar added, the addition level of sulfur dioxide was 60 mg/kg, fermentation at 20~25 ‘C, and addition of 3 g/L bentonite in base
wine for clarification.
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