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Study Progress of S.cerevisiae Genetic Engineering Strain Using Amylum

LIAO Yu-hong and ZHAO De-gang

Agriculture Bioengineering Provincial Key Lab of Guizhou University Guiyang Guizhou 550025 China

Abstract S.cerevisiae as an important microbe in fermenting industry is mainly applied in ethanol industry beer brew-
ing and baking industry. The amylase gene expression in S.cerevisiae included a—amylase gene and saccharifying enzyme
gene. The main factors for high efficiency expression and secretion of exogenous amylum hydrolase in S.cerevisiae
are as follows involvement of strong promoter in carrier construction appropriate receptor system carried by S.cerevisi-
ae in possession of secretion signals of exogenous amylum hydrolase genetic stability and growth medium of exogenous
amylase gene. Much progress had been achieved in the construction of S.cerevisiae. However present techniques still lim-
ited the construction of multiple strains by amylum and dextrin and the degradation rate was comparatively low. The devel-
opment of yeast engineering strain with direct decomposition capability could simplify technical process save energy and
zymin and reduce production cost which was of important application foreground. Tran. by YUE Yang
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