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Structure analysis on impurities in dipfluzine
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ABSTRACT: OBJECTIVE To analyze structures of impurities in dipfluzine by means of HPLC-MS/MS and HPLCPDA. METH-
ODS The HPLC separation was carried on an ODS column by linear gradient elution with a mixture solution of ammonium formate so—
lution ( adjust pH to 3.2 with formic acid) and methanol. The flow rate was 0.5 mLe*min " and the column temperature was 45°C.
Sample was detected by MS/MS and PDA respectively. RESULTS  Major impurities in dipfluzine could be effectively separated.

Through analysing informations of MS and UV acquired and combining synthetic process of raw material deduced structures of three un—
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known impurities in dipfluzine. CONCLUSION The test separated and identified major impurities in dipfluzine sample and was use—

ful for its quality control and process optimization .
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Fig 1  Structure of dipfluzine
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Fig 2 Separation chromatogram of impurities in dipfluzine
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Fig3 ESI-MS( A) and ESI-MS/MS( B) of impurity No. 2
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Fig 4 Structure of impurity No, 2

yorof-Gorof-Gorof-o-of

m'z 544 mz377
Foof-Go ﬂ'{ { }
m'z 544
{ / In‘" S‘H rnlz Iﬁ—lr
m'z 544
Fls A0 2 09 BT ‘
Fig 5 Proposed fragmentation pathway of impurity No.2 in ESI-MS/MS
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Fig 8 Proposed fragmentation pathway of impurity No.3 in ESI-MS/MS
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