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Analysis of the Metabolites of Bacillus licheniformis by Solid Fermentation

WANG Heyu, YANG Fan, LIN Lin, WANG Li, YANG Daiyong, LU Yunhuai and JI Keliang
(Technology Center of Moutai Co.Ltd, Renhuai, Guizhou 564501, China)

Abstract: MTDB-02, was easily isolated from the production environment of Moutai Liquor. MTDB-02 was identified as Bacillus licheniformis
by 16S rDNA identification. Then pure solid fermentation of MTDB-02 was carried out under starter-making conditions, stacking conditions, and
facultative conditions respectively and GC-MS was applied to anlayze its metabolites. The results showed that MTDB-02 could produce more
than 70 metabolites by pure solid fermentation. Most of these metabolites were flavoring compounds and flavoring precursors for food, and also
an integral part of aroma-producing & flavoring-producing substances in Maotai Liquor.
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