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Fig 2 Mass pectranetry (MS) M S of ions fran IPG IEF band of K562 cell
A. doubly charged ionm/z892 98; B. doubly charged ion m/z 737. 89
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Table 1 AutomaticM SM S database search reault of IPG bands fran K562 cell line

NCB | Sequence
Band Protein A ccession No pl MW coverage Score
(%)
1 Erolase 1 0i|4503571 7. 01 47139 41 215"
A2 . .
Heterogeneous nuclear ribonucleoprotein A2/B1 ioform A2 gi[4504447 8 67 35084 9 70
1 Ubiquitin gi| 70637 6. 56 8446 45 66"
Phogphopyruvate hydratase 01105934 7. 05 46943 10 48"
A Chain A, Rotamer strain 0i|5821952 6 56 8560 44 40"
Glyceraldehyde-3-phogphate dehydrogenase 9131645 826 36031 50 318
A2 0i|4504447 867 35084 19 152" "
Heterogeneous nuclear ribonucleoprotein A2/B1 iofom A2
2
1 Cofilin 1 0i|5031635 8 22 18491 31 110" "
M alate dehydrogenase 0i|6648067 8 92 35509 15 94"
.3. . *
Smilar o Glyceraldehyde 3-phophate dehydrogenase 9129741246 915 35010 9 65
M alate dehydrogenase 0i| 6648067 8 92 35509 7 59"
3 . A2 . . qi|4504447 867 35084 10 35"
Heterogeneous nuclear ribonucleoprotein A2/B1 iofom A2
B- Al ) .
Heterogeneous ribonuclear particle protein A1, beta 9i|87650 a2 34131 28 302
PTB / Slicing
factor proline/ glutamine rich polypyrimidine tract binding pro- 014826998 9 45 76102 10 124"
tein asociated
A2 ; .
4 Heterogeneous nuclear ribonucleoprotein A2/B1 isofom A2 gi14504447 8 67 35984 9 84
1€ Elongation factor 1-alpha 0i|31092 9 10 50095 12 78"
5 B Peptidylpmlyl cistrans ismerase gi|118090 a9 33 22798 6 60"
H2B A H2B hisone fanily, menber A 0i|4504257 10 31 13898 11 40"
* 34 ( soresmore than 34 are significant) ; * * 35 ('soresmore than 35 are significant)
33
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Identification of Proten M ixtures fran K562 Cell by Nano Spray
Capillary L iquid Chranatography Tandan M ass Spectran etry

M eng Gen, W ang Hailong, L iuBingyu, Wang Hongli, L iW eihua,W ang Hongxia, W ei Kaihua' ,
Zhang Xuamin, Yang Songcheng
(National Center of B ianedical Analysis B eijing 100850)
Cen Jian
(Deparment of Henatology, General Hospital of Nawy, Beijing 100037)

Abstract A new proteamics strategy based on protein standard isoelectric focusing ( IEF) and tandam mass
pectrometry (MS) “ shot-gun” was investigated, which was peculiarly useful for lowv abundance protein iso-
fom identification Protein mixtureswere sgarated on immobilized pH gradient ( IPG) strips, stained with
coamassie brilliant blue and then digested directly by trypsin, the resulting peptide mixtureswere gpplied ©
nanopray capillary liquid chromatography-tandem mass pectrametry (Q-TOF2, waters, USA) for automatic
M S/M S analysis Hence, 14 proteins have been successully identified from extractsof human erythroleukemia
cell K562 M ean deviation of mass measurement of peptides and their fragnentswere lov than 0 05 U and
database search scores much greater than the significant lmits Some proteins existed in several ielectric
ocusing ( IEF) bands, they were the iofoms Some proteins could be important for human erythroleukemia

This strategy was sensitive, accurate, high reslution and less labor-conaumed
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