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Screening of Bacillus sp. from Daqu and Study of Its Metabolites

LUO Jianchao and XIE He
(College of Life Science, Guizhou University, Guiyang , Guizhou 550025, China)

Abstract ; Preliminary analysis of 28 samples collected in each production procedure of Maotai Liquor was carried out, and then 104 Bacillus sp.
strains were screened out in different step during the preparation of high-temperature Daqu, and wheat starter was used for simulated tempera-
ture-rising fermentation to screen aroma-producing strains, and these 25 strains which could produce Maotai flavor were identified as Bacillus
licheniformis , Bacillus subtilis, B. licheniformis and Bacillus velezensis, compared with other Bacillus sp. strains not producing Maotai flavor, all
the 25 strains could produce diacetyl, acetoin, proteinase and amylase etc. Through the analysis of aroma-producing mechanism of Maotai liquor,
we may conclude that those Bacillus sp. strains produce varieties of enzymes and metabolites such as protease and amylase etc. at the first step
and then those metabolites further produce characteristic flavoring compositions of Maotai liquor such as pyrazine etc. through maillard reaction
under high temperature and acidic circumstances.
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