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Isolation and Identification of Yeast Strains from Luzhou—flavor Daqu

ZHANG Lei', SHI Si', ZHANG Wen-xue', LI Bo?, TANG Yun-rong* and YANG Kai-mei?
(1. Textile Industry & Food Science College of Sichuan University, Chengdu, Sichuan 610065;
2.Xijiu Co.Ltd., Guizhou of Maotai Group, Xishui, Guizhou, 564622, China)

Abstract: 24 dominant yeast strains had been isolated from Xijiu Daqu starter and 5 representative pure culture strains were selected. These 5
strains were identified through general classification methods (including colony characteristics, cell morphology, physiological and biochemical
properties etc.) supplemented with 18S rDNA sequence analysis. The results showed that Q45 and Saccharomyces sp., Q47 and Debaryomyces
hansenii, Q,XP-6 and Candida pseudolambica, Q,XP-8 and Issatchenkia orientali, and Q,XX-46 and Saccharomyces cerevisiae showed high simi-
larities respectively. The combination of classical taxonomy and molecular biological methods was of great significance in rapid and accurate i-
dentification of microbial community in traditional liquor and the use of pure strains.
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