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Study of the Expressions of Cellulase From Trichoderma Reesei
in Saccharomyces Cerevisiae
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Abstract  The cbhl gene was obtained by PCR from T.reesei CDNA library and was inserted into S.cerevisiae expression
vector pAJ401 and pVT100_U to construct the expression cassette of cbhl. The cbhl gene was transferred to S.cerevisiae
on the different expression plasmid and CBHI was produced by recombinant S. cerevisiae strains HPC and HAC with cel-
lobiohydrolases activities 4 U/L and 3.5 U/L respectively. CBHI and EGI co-expressing recombinant S.cerevisiae Strain
HMEPC was constructed. The filter paper activity of HMEPC increased 14.3 % than that of HLIm which indicated the syn-
ergism between cbhl and egl. Tran. by YUE Yang
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