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Study on the Stress Response Mechanism of S.cerevisiae in
Condition of High—temperature Fermentation

LU Zhu-feng', GUO Kun-liang* and WANG Chang-lu’
(1.College of Chemical and Biological Engineering, Jiaxing College, Jiaxing, Zhejiang 314001; 2.China Moutai Distillery Co.Ltd, Renhuai,
Guizhou 564501; 3.Department of Food Biotechnology, Tianjin University of Science and Technology, Tianjin 300222,China )

Abstract: In order to study the beneficial trace components in Maotai-flavor liquor and their formation mechanism, high-temperature fermentation
technology was optimized and two-dimensional polyacrylamide gel electrophoresis (2-D PAGE) and mass spectrum was applied to analyze the
live yeast cell derivative (LYCD), a kind of protective substance which produced by the complicated stress response of S.cerevisiae in condition of
liquor high-temperature fermentation. The results indicated that high temperature and ethanol stress response resulted in evident difference in pro-
tein expression. 8 difference points among them were identified by MS and peptide mass fingerprinting analysis showed that S-adenosylmethion-
ine synthetase (SAMS) was peculiarly expressed after stress response. In addition, the content of cytochrome c peroxidase (CcP) and ADH and
enolase were evidently enhanced in LYCD, which suggested that S.cerevisiae in condition of high-temperature fermentation could produce protec-
tive substances such as defensive enzymes by complicated stress response.
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