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Design of Formation Bending Press of Multi—spots Based on Solidworks2007

ZHANG Jing and KOU Zi-ming
(Taiyuan Technical Institute, Taiyuan, Shanxi 030024, China)

Abstract : The formation bending press of multi-spots by use of fluid controlling system and the multi-electrical machinery transmission system
was introduced in this paper. Solidworks2007 COSMOSWORKS was used to analyze the finite element of the rack and the stress and the strain
curve were obtained to analyze whether its intensity and its rigidity could meet pratical requirements. Besides, Solidworks2007 COSMOS Soft-
ware was used for dynamic analysis of the pressure module, which could provide scientific evidence for the design of formation bending press of
multi-spots.
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