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Fig 3 Determination of coordination
number of Hep AO complex
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s 10 0 mg* L-! heparin
DN A , . /(mols L™ 1) 1% /(mge L) 1%
) , DNA Ba®* L0x10°° 4 48 Citric acid 10 0 306
Fe?* Lox10°° 323 I Valine 10 0 38
, Cu® Lox10°3 545  IrArgiine 10 0 - 199
Hg2+ L 0x 105 6 9 Ir Tryptophan 10 0 - 183
26 N2+ 1 0x10-5 140  I-Serine 10 0 550
> Pb2+ L 0x 105 567  IrCysteine 10 0 321
, 30~ 150 mg* L°! Mg  LOX10°5 18  IrLeucne 10 0 23
AA s A= -0 143+ 0 083 9 ¢ Co2* L 0x 10-5 308 IrGlutamine 10 0 - 101
(mge* L™Y (n=9, r= 0 993), 6 Omg= L' SDS 1 0x10-5 13 99 DNA 10 0 26 43
11 1. 43%. CTMAB 1. 0x 105 12 31 Hemoglobin 10 0 14 55

Table 2 Determination results of heparin in heparin sodium injection sample

/(0" ml7 ) RSD/ %
1 2 3 4 5 /(TU * mL-1) /(IU * mL-1)
20040910 6253 6 225 6 225 6 330 6253 6 257 0. 69 6250
20031003 6253 6 262 6 234 6 244 6234 6 245 0. 20 6250
Table 3 Recovery results for the determination of heparin
/(mge* L-1)
/(mge® L-1) /(mg * L-1) 1 2 3 4 5 /(mg*L-1) /%

20040910 7 816 50 128 1281 1288 1278 1271 12 82 100 1

20031003 7 816 50 1283 1281 1283 1278 12 8l 12 81 99 9
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Spectrophotometric Study on the Interaction of Acridine Orange and
Heparin

SUN Wei, DING Ya qin, TENG Werr hui, JIAO Kui
College of Chemistry and Molecular Engineering, Qingdao University of Science and T echnology, Qingdao 266042, China

Abstract T he interaction of acridine orange ( AO) and heparin was studied by spectrophotometry. In the pH 2 0 Brittorr Rob
inson (B R) buffer solution, AO had a maximum absorption at 478 nm and 492 nm. After the addition of heparin, the absor
bance value at 492 nm decreased greatly and a new absorption peak at 453 nm appeared, indicating a strong interaction taking
place in the reaction solution. Under the optimal condition, the decrease in absorbance at 492 nm was linear with the concentra
tion of heparin in the range of 3. 0-15. 0 mg* L™'. The molar absorptivity was calculated to bee= 1. 599%x 10°L* mol" '+ ¢m™'
and the detection limit was 0 236 mg* L='(30). The method was furthur applied to the detection of heparin sodium inject ion

samples with satisfactory results. The binding number w as calculated to be 1: 3 with molar ratio method.
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