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Molecular Biological Identification of Two Wild Sea Buckthorn Strains
and the Fermentation Characteristics
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Abstract: 26S rDNA D1 / D2 area sequencing and system development analysis was applied to identify two yeast strains JHZ3 and WKZ1-2 iso-

lated from wild sea buckthorn fruits. The results showed that they were spore han Hudson yeast (Hanseniaspora uvarum) and DaiErKai's spore

round yeast (Torulaspora delbrueckii) respectively. The research on their fermenting performance indicated that JHZ3 was better than WKZ1-2 in

fermenting capacity in high acid conditions.
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