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Abstract Metabolism engineering referred to the improvement of cellular properties by special biochemical reactions or
the construction of new compounds by DNA recombination techniques. The construction of fermenting gene-engineering
bacteria by biotechs that could transfer renewable resources into fuel alcohol was considered as an effective approach for
sustainable development to settle the problem of energy scarcity. Such gene-engineering strains include S.cerevisiae

gene-engineering strain  E.coli gene-engineering bacteria strains and Zymomonas mobilis gene-engineering strains. Tran.
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