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Abstract : The purpose of this research is to study the structure of archaca community in the pit mud of Maotai-flavor liquor through a culture-in-
dependent method named ARDRA. The clone species information was collected through extracting total DNA of pit mud, amplifying 16S rDNA
sequences of archaea, constructing archaea 16S rDNA library and sequencing. 39 positive clones were selected randomly, and then digested by re-
strict enzyme Hhal.25 different clones with different restrict enzyme diagram were selected for subsequent sequencing. Then the classification in-
formation of different clone was analyzed by comparing its sequencing results with NCBI database. The analytical results showed that archaea

community in pit mud of Maotai-flavor liquor was mainly comprised of Methanoculleus(44 %), Methanosarcina (41 %), Methanosaeta (3 %), and
Methanobacterium(9 %).
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