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Abstract: 258 yeast strains were isolated from the surface of 99 grape samples collected from grape wine production area
including Shandong, Gansu, Shanxi, Ningxia and Xinjiang. 3 quality yeast strains of excellent fermenting performance
were screened out by the evaluation of their tolerance and fermenting properties. Strains ZYFJQ and QLMLZ were identi-
fied as Saccharomyces cerevisiae and strain ZY'Y 73-2 identified as Hanseniaspora uvarum by the analysis of their morpho-
logical and physiological characteristics and their 26S rDNA D1/D2 sequence.
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12 2.2.1
121 258
10g 50 mL 48 h 68
30 mg/L 25 48h
2.2.2
25 48 h , SO, NaCl
68 14 %
122 22 9 16 % SO,
1221 9 200 mg/ L
S0, 4 400 mg/ L 9
10'Brix 25 48 h pH 2.0 2 pH 1.0
1.0x10"cfu/mL pH 30 40
1222 © 9
6% 8% 10% 12 % 4 ZYFIQ
14% 16% 18 % 100 mg/L 200 mg/L ZYY73-2 QLMLZ ZYBSBD2
250 mg/L 300 mg/L 350 mg/L 400 mg/L pH 1.5 2.0
25 30 35 40 37 45 10 % 2.3
20% 30% 40 % 50 % 60 % YPD 1
25 3d 1 , 20%
1.0x10 cfu/mL , QLMLZ ZYFXQ ,
1.2.3 8.8%vol 7.9 %vol ,
5% 04glL 05gL 72h  CO,
28 185g 199g : 2
ZYY 73
67 CO, ( 2 5.0 %vol
%vol) (gL)
( gL ) 2.4
24.1
1.24 2 3
3 4 2.4.2
3
[ 3
26 SrDNA D1/D2 50% 60 % 37
@ DNA PCR NL1 3
(5'- GCA TAT CGG TAA GCG GAG GAA AAG-3) 2 3 26 S rDNA
NL4 (5-GGT CCGTGT TTC AAGACG G- 3) D1/D2 4 The Yeasts :A Taxo-
PCR 95 5min 94 1min 53 8 min nomic Study , ZYFJQ
72 1min20s 36 72 10min QLMLZ ( Saccharomyces
EB PCR cerevisiae) ZYYT73-2
Hanseniaspora uvarum
2 F1 ABTRER
21 A ZYFJQ ZYY73-2 QLMZ £YBSBD?
ZRHABIT (%) 7.940.2 5.040.1 8.8+0.4 1.040.2
99 SR (g/L) 4.7540.20 4.50+0.15 4.7540.20 5.50+0.10
258 HRR (g/L) 0.61240.012 0.294+0.008 0.306-+0. 006 0. 40540, 005
29 72 hif CO.kH (g) 19.9+0.2  8.9+0.6 18.5+0.1  8.740.2
BRAL 8 (g/L) 0.344+0.05 0.45+0.11 0.40+0.08 0.504+0. 10
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ZYF]Q Saccharomyvces cerevisiae 99% (1J11806)
ZYY73-2 Hanseniaspora uvarum 99% (U81229)
QLMLZ Saccharomyces cerevisiae 99% (U114806)

3
31
3.2
YEPD
28 2 3d
3.3 , ZYFJQ QLMLZ
ZYYT73-2
3
(1] - [D].

,2000.

[2] Jack W. Fell, Teun Boekhout, Alvaro Fonseca. Biodiversity and
systematics of basidiomycetous yeasts as determined by large-
subunit rDNA D1/D2 domain sequence analysig[J]. International
Journal of Systematic and Evolutionary Microbiology, 2000,50
1351- 1371.

[3] . [M]. 1979.

[4] Chrigtian A. Lopes, Maria E R, Amparo Q.Relationship
between molecular and enological features of Patagonian wine
yeasts:relevance in selection protocol§[J]. World Journal of
Microbiology & Biotechnology, 2006,22 827- 833.

[5] , .

[J. ,2007, 1 28-32.

[6] . [M].



34 2007 9 159

- LIQUOR- MAKING SCIENCE & TECHNOLOGY 2007 No.9(Tol.159)

= T 21T
&g | "
2 ° He
& 5 &5
4 F ' 4
ir 3
2 -
s b
1 1k
U ¥ L ' A L ' A A 1 l‘ J 0 | | ] L ‘ | ]
0 4 B 12 16 20 24 28 32 36 40 3 4 5 6 7 8 9 10
] (h) pH{tL
B 1 KRR e SRetia T @bk S2.101 69 £ KL B3 pH st @ #k S2.101 £ K6 Hh
1 0 28h 4.0 6.0 pH 6.0
28 pH 6.0
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