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Analysis of Yeast Strains in Fermented Grains during
Stacking Fermentation of Jiang—flavor Liquor
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Abstract: In this study, the separation of yeast strains from fermented grains during stacking fermentation of Jiang-flavor liquor, its morphological
screening, PCR amplification, and 26S rDNA qualitative identification were operated by use of WL culture medium, and the fermenting perfo-
mance of some quality strains obtained in the experiments and their contributions to Jiang-flavor were investigated. The results showed that S.
cerevisiae ,Z.bailii , R.mucilaginosa,K.exigua,lorientalis , P.membranifaciens ,S.pombe ,D.hansenii, G.geotrichum etc. were separated from fer-
mented strains, strain 1#, 3#, 4#, 8# and 9# could tolerate high temperature, strain 1#, 2#, 3# and 8# could tolerate high alcohol content, strain 6#,
2# and 4# could tolerate high acid content, and strain 1#, 4#, 6#, 11#, 12#and 13# could start fermentation rapidly and release more CO, with low
residual sugar. Several yeast strains including S.cerevisiae K.exigua,l.orientalis \Z.bailii ,G.geotrichum Sch.pombe ,K.exigua made more contribu
tions to Jiang-flavor of liquor. (Tran. by YUE Yang)
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