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PN 31 SILACH 2 (label free)
SILAC s ,
. culture-derived isotope tags (CDITs)’ / ,
SILAC ( o ) - ;
. ; MRM , .
SILAC ’ ,
(QconCAT, contamers of Q peptides) R
1) e o
Qcon- (accurate mass and retention time
CAT ) tag method, AMT)"""**) Decyder-MS-#*!]
[8] . °
9001  .Fenselau (o] 150y (protein abundance index,
PAD™ | (peptide hits)% |
) ’ (spectral count)!?7-28) (peptide
] ,Zhao (107 ’ ion intensity counting)™** |
Rapigest™ SF ’ (peptide counting) .
’ 150) (spectral count) (fragment-ion
100 % intensity) 3 SIN
’ 50150 ’ 6 (normalized spectral index) !
o ’ 0 SILAC SILAC
(SILAC peptide count ratio analy-
' sis» SPeCtRA) e
° ’ ,Aebersold %3 MRM
( )N ,
TRAQ™ ¢ (~COOH) (“best-flyer” peptides)
> (-SH)  ICAT™, (Top3), . Schwanhiusser
(MRM-MS) mTRAQ Lss] iBAQ(intensity based absolute quanti-
Y fication) . PAI, intensities,
» 1TRAQ Top3 ,
’ ° iBAQ .
(tandem mass tag, TMT) ,
’ Lsel | MRM
[14] s )
) o LC-MS/MS
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