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Fig 2 CE chramatogransof PCR products for the hanogeneous 80 nt sDNA (A) and for the sDNA library (B)
RID <20% (n =3) 10°, DNA Q 05 uintsp L, 70
222 (The initial number of tanplate molecules was 10°, the concentration of Tag DNA polymerase was 0. 05 units per
micmliters, the annealing tamperaturewas70 , and conditions of CE were described in Section 2 2 2)
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Fig 3 Influence of the number of initial template molecules on the maximum yield of products and
correponding yield of by-products for PCR amplification of sONA library
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Optim ization of Polynerase Chains Reaction Amplification
for s eoxyribonucleic Acid L ibrary Usng Capillary
Electrophoresis with L aser-nduced
Fluorescence D etection

J1 Ying, WANG QingQing, FU Jie, GAO Xin, SONG Hai-Feng’
(Institute of Radiation M edicing Acadeny of M ilitary M edical Sciences B eijing 100850)

Abstract For randam DNA libraries, the anplification of polymerase chains reaction (PCR) isvery important
0 select gotamers by systamatic evolution of ligand exponential enrichment(SH_EX). The influencing factors
of PCR amplification were investigated and optimized according o the changes of dDNA product, ssdONA
by-products and primers using capillary electrophoresiswith laser-induced fluorescence detection (CE-L IF).

The reaults suggested that there were praminent differences betveen PCR amplification of hanogeneous DNA
tamplates and that of random DNA libraries For random DNA library, the yield of products reached its
maximum at the eighteenth cycle Other influence factors including the number of initial templates, anneal
temperature of PCR, concentration of DNA polymerasewere al® investigated To enaure efficiency of SH EX,
it is neces;ary o optimize the PCR amplification conditions of random DNA libraries In this study, for the
N39 DNA libraries, the optimized conditionswere as follovs number of initial tanplateswas 10° molecules,
concentration of DNA polyneraze was O 05 U L, and annealing temperature of PCR was 70 , the
optimization PCR cycleswas 18 This study provided mportant references for the selection of high efficient
gptamers by SH.EX method

Keywords Capillary electrophoresis Systamatic ewolution of ligand exponential enrichment Polymerase

chains reaction; Deoxyribonucleic acid libraries Aptamer
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