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Abstract A sulfate—reducing bacteria named DSRBa was isolated from the granular sludge in a internal cycle IC anaerobic reactor. It was
identified as Desulfovibrio based on the phenotypic—characteristics and the analysis of the sequence of 16S rDNA. Strain DSRBa could use
sodium formate, ethanol, sodium lactate and glucose as carbon source and use sulfate, thiosulfate, sulfite and sulfur as sulfur sources, respec—
tively. The influences of temperature, pH value, various sulfate concentration on its living activity were studied. The results showed that the
optimum growth temperature and pH values for strain DSRBa were 30~35 °C and 7.0, respectively. Strain DSRBa could grow well when the
initial oxidation—reduction potential ORP in solution was below —40 mV, and the ORP could reach to =380 mV for 4 d incubation, while fur—
ther increase of incubation time did not have significant effect on ORP. When the concentrations of lactate and yeast in the incubation medi—
um were 3.5 g+L ™" and 1 g+L7, respectively, the growth of strain DSRBa hadn’t been significantly restrained when the concentrations of sul—
fate were between 1~4.5 g+ 17!, The removal rate of SO was above 90% in 4 d when its concentration was below 3 g+ L.
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