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Separation & Screening of Endomycopsis in Niulanshan Distillery

HU Jian-hua, HU Jia-ying and ZHOU Shen
(Niulanshan Distillery, Beijing 101301, China)

Abstract: 12 Endomycopsis strains were separated from Fen-flavor Daqu and fermented grains in Niulanshan Distillery. Through screening pro-

cess including enzyme activity measurement, aroma smelling, and tasing etc., 4 strains with good properties were finaly screened out. The experi-

mental liquor samples produced by such 4 strains had better improvement in taste (soft and mellow taste). As we know, Erdomycopsis has aro-

ma-producing capability and it plays important roles in aroma-producing and saccharification. Accordingly, it is regarded as comprehensive mi-

crobial species in liquor-making. The separation and the application of Endomycopsis in this study could enlarge the experimental scope of

liquor-making microbes. (Tran. by YUE Yang)
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Sequences producing}i_g}niﬁcant alignments: 3
Accession Description

sis fibuligera isolate A11 265 ribosomal RNA gene

opsis fibuligera gene fo

fibuligera strain NRRL Y-2

partial s

complete

ribosomal RNA, partial se
ribosomal RNA, partial se
Saccharomycopsis fibuligera qene fo

Saccharomycopsis fibuligera gene for 2

Saccharomycopsis fibuligera gene for 2

Saccharomycopsis fibuligera gene fo ANA, partial sequence, ¢

Saccharomycopsis fibuligera qene fo bosomal RNA, partial se

s fibuligera gene fo NA, partial sequence, ¢

o~
S 1R
Saccharomyeopsis fibuligera gene for 265 rRNA, partial sequence

Sacchar fibuligera 265 ribosomal RNA gene, partial sequ¢

Sacch

sis fibuligera 265 rRNA, partial sequence

Saccharomycopsis fibuligera gene for 265 rRNA, partial sequence, ¢

Saccharomyvaopsis fibuligera gene for 265 ribosomal RNA, partial se
Saccharomy bosomal R
Saccharomv 6S ribosomal RNA

Sacchar

 Maxscore Totalscore  Querycoverage _ Evalue

Max ident

1046 1046 99%
1037 0% 0.0 99%
992
1037 037 0.0
1022 0.0
1022 0.0
1022 0.0 999
022 359,
1022 98
013 97 0 959%
1007 96° 93
1007 96% 999
1007 1007 0 399
10 1007 59
1002 0 9%
983 999
95 959 0 399
833 3 0.0 939
0.0 E
0 0.0 g
800 800 0
798 798 .0 93%
781 791 0 91
31 791 0 92
i 784 1009 0
s 778 g 91%
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partial segquence
Length=570

Saccharomycopsis fibuligera isclate All 26S ribosomal RNA gene,

Score = 1046 bits (566), Expect = 0.0
Identities = 568/569 (99%), Gaps = 0/569 (0%}
Strand=Plus/Plus :

Query 1 TGCCTTAGTACGGCGAGTGAGCGGCAARAGCTCARATTTGARAGCTAGCACCTTCGGTGT 60
AR R R R R R R R R N R R R R RN R R R R R RN R R
Sbijct 1 TGCCTTAGTACGGCGAGTGAGCGECARAAGCTCAAATTTGAAAGCTAGCACCTTCGGTGT 60
Query 6l TCGCGTTGTAATTTIGAAGATAGTTTCCTTGAGTAGTCCTTEATCTATGTTCCTTGGAACA 120
(ERRERE R R R R R R R R R R R R R R RN R R N R R N
Sbjct 61 TCGCGTTGTAATTTGAAGATAGTTTCCTTGAGTAGTCCTITTATCTATGTTCCTTGGAACA 120
Query 121 GGACGTCATAGAGGGTGAGAACCCCGTATGATTTIGGATACTACTCTTTGTGGGATTCTA 180
SRR N R R RN R RN R R R R R RN RN R
Sbict 121 GGACGTCATAGAGGGTIGAGAACCCCGTATGATTTITGGATACTACTCTTIGTIGGGATTCTA 180
Query 181 TCGAAGAGTCGAGTIGITIGGGAATGCAGCTCTAAGTGGGTGGTAAATTCCATCTARAGC 240
IR NN R R R AN R N R R R RN RN R R
Shbjct 181 TCGAAGAGTCGAGTIGTTITGGGRAATGCAGCTCTAAGTGGGTGGTAAATTCCATCTAAAGC 240
Query 241 TAAATATTGGCGAGAGACCGATAGCGARACAARGTACAGTGATGGAAAGATGAAAAGARCTC 300
EEEEE R R R R R R R R R R R R R R R R R E R R EE RN R RN N
Shijct 241 TAAATATTGGCGAGAGACCGATAGCGAACAAGTACAGTGATGGAAAGATGAAAARGAACTC 300
Query 3201 TGARGAGAGAGTGARARAGTACGTGAAATTGCTGAAAGGGRAGGGCTTGAGGTCAGACTT 360
R A R R R R R R R R ER AR R R NN B
Sbjct 301 TGAAGAGAGAGTGAARAAGTACGTGAAATTGCTGAAAGGGAAGGGCTTGAGGTCAGACTT 360
Query 361 GGITGTITTAATGATTATCAGTTCTICTITGGACIGIGCACTCGTTTTYTCACCGGGCCAATAT 420

R R R R R R R R R R R R R R R R R RN R R R EER R

Sbkijct 361 GGITGTTTAATGATTATCAGTTICTTCTITGGACTGTIGCACTCGTTTTITCACCGGGCCAATAT 420
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