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Cloning and Expression of Feruloyl Esterase A from Aspergillus niger, and

Establishment of Fast Activity Detection Methods*
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Abstract Feruloyl esterases (FAEs) play an important role in hemicellulose degradation. In order to apply the directed
molecular evolution method to improve the feruloyl esterase’s activity and performances, the cDNA encoding feruloyl
esterase A (FAEA) was cloned from Aspergillus niger CIB 423.1 using RT-PCR. The recombinant plasmid encoding FAEA
was constructed and transformed into Pichia pastoris GS115. The extracellular expression was proven to be successful by
enzymatic activity detection of the culture supernatant. Meanwhile, a fast and stable platform for feruloyl esterase assay was
established, which made it possible to screen FAEA mutants in a high-throughput fashion in upcoming studies. Fig 5, Ref 17
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Fig. 2 Agarose gel electrophoresis of RT-PCR products
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